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Lineage Tracing

This topical collection aims to
highlight the critical role of lineage
tracing techniques in advancing our
understanding of mammary gland
development, function, and
pathology, particularly in the context
of breast cancer. This collection seeks
to bring together pioneering research
that uses lineage tracing to map cell
fate, lineage relationships, and the

dynamics of cell populations within
the mammary gland.
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We invite original research articles, comprehensive reviews, and insightful perspectives that delve
into the use of lineage tracing in normal mammary gland biology, the identification of mammary
stem and progenitor cells, and the mechanisms of tissue homeostasis and regeneration.
Additionally, studies that employ lineage tracing to uncover the cellular origins and evolution of
breast cancer, track tumor progression, and understand the heterogeneity of cancer cell
populations are highly encouraged. This collection aims to provide a platform for the latest
advancements in lineage tracing technologies and their application in unraveling the complexities
of mammary gland biology and breast cancer.

Guest Editors (e):

Dr. Alexandra van Keymeulen, University of Bruxelles, Belgium

Prof. Dr. Wenjun Guo, Albert Einstein College of Medicine, United States

Submission Deadline: 31 March 2025

https://link.springer.com/collections/befjbicbcc

This collection supports United Nations SDG 3 (Good Health & Well-Being)

SPRINGER NATURE GROUP .g‘"';‘
SDG Programme | %,,& A SPRINGER NATURE journal

supporting the Sustainable Development Goals


https://link.springer.com/collections/befjbicbcc?utm_medium=print&utm_source=qrcode&utm_content=null&utm_term=null&utm_campaign=APSR_10911_CON1_GL_PHSS_03HEQ_befjbicbcc
https://www.springernature.com/gp/researchers/sdg-programme/sdg3

