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Lineage Tracing

This topical collection aims to

highlight the critical role of lineage

tracing techniques in advancing our

understanding of mammary gland

development, function, and

pathology, particularly in the context

of breast cancer. This collection seeks

to bring together pioneering research

that uses lineage tracing to map cell

fate, lineage relationships, and the

dynamics of cell populations within

the mammary gland.

We invite original research articles, comprehensive reviews, and insightful perspectives that delve

into the use of lineage tracing in normal mammary gland biology, the identification of mammary

stem and progenitor cells, and the mechanisms of tissue homeostasis and regeneration.

Additionally, studies that employ lineage tracing to uncover the cellular origins and evolution of

breast cancer, track tumor progression, and understand the heterogeneity of cancer cell

populations are highly encouraged. This collection aims to provide a platform for the latest

advancements in lineage tracing technologies and their application in unraveling the complexities

of mammary gland biology and breast cancer.
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